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A. Age vs segment length
MLE (recomb only)
Bayesian (Ne=10,000)
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B. Effect of mutations (1 cM segment)
MLE
Bayesian (Ne=10,000)
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C. Demographic model effect
Constant (Ne=10,000)
Expansion (20k 2k)
Bottleneck (2k 50k)
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D. Prior sensitivity (m=5, 1 cM)

MLE (no prior)
Bayesian
Piecewise (1 epoch)

Threads: Segment Dating Estimators


