Density f(t) = A(t)F(t)

Time (coalescent units)

SINGER: Sampling & Inference of Genealogies with Recombination

A. Joining time density for varying n
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5 00 C. Sub-graph pruning & re-grafting (SPR move)
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B. PSMC transition density (o =0.5)
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D. ARG rescaling: mutation-clock correction
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