SFS entry b

momi2: Demographic Inference via Coalescent Tensor Algebra

A. Polanski--Kimmel W-matrix (n = 20)
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C. Admixture tensor: lineage splitting (n=12)
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B. Moran transition from k =

8 (n=15)
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D. Expected time with j lineages (t =500 gen)
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E[Tj] (expected sojourn time)
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