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A. Emission update ( =0.5)
Prior: Gamma(2, 2)
After het: Gamma(3, 2.5)
After hom: Gamma(2, 2.5)
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B. Log-coordinate space ( , C)
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C. Forward pass belief evolution
Mean TMRCA ( / )
± 1 std
Het sites
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D. Entropy clipping (Hmax=1.0)
Diffuse: H=1.45
Clipped: H=1.00
Slightly over: H=1.37
Clipped: H=1.00
Very diffuse: H=1.48
Clipped: H=1.00
Prior Exp(1): H=1.00
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Gamma-SMC: Continuous-State HMM for TMRCA Inference


