
0.0 2.5 5.0 7.5 10.0 12.5 15.0 17.5 20.0
Derived allele count i

0

50

100

150

200

250

Nu
m

be
r o

f s
ite

s

A. Observed SFS from simulated VCF (946 sites)
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B. Likelihood surface
MLE Ne = 9,429
True Ne = 10,000
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C. Random time grids (20 samples, M=15)
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D. Variance reduction by grid averaging

Demo: PHLASH Composite Likelihood on msprime Data (30 haplotypes, 500 kb)


