Demo: momi2 Tensor Computation on msprime SFS (20 haplotypes, 1 Mb)

A. Observed vs momi2 predicted SFS
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B. Polanski-Kimmel W-matrix (n=12)
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D. Moran transition matrix (n=10, t=0.5)

10 -

10

-1.0

-1.5

1.0

0.8

0.6 =

P(j—k

- 0.4

- 0.2

0 2 4 6 8

Destination state

10

—- 0.0



