TMRCA (generations)

Demo: Gamma-SMC on msprime Diploid Genome (500 kb, bottleneck history)

A. TMRCA along the genome

160000 A

140000 A

120000 A

100000 A

80000 A

60000 A

40000 ~

20000 A

0_

—— True TMRCA
—— Gamma-SMC posterior mean

|
”Nl‘l\w v

|
) Y H"""Jh {! ‘.'l ‘“I.. i w'\

0 100

200 300 400 500

Position (kb)

C. Posterior precision (shape parameter)
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B. Input heterozygosity (221 het sites)
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D. True vs inferred TMRCA

0 100

175000 A

150000 A

125000 A

100000 A

75000 -

50000 -

25000 A

0_

(T
Mﬂaﬁm‘ L

- y=X

0 25000 50000 75000 100000 125000 150000 175000
True TMRCA (generations)



