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A. MCMC trace (total tree length)
20-iter running mean
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B. Time discretization (19 intervals)
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C. Recoalescence distribution P(t|k)
k = 2 lineages
k = 4 lineages
k = 6 lineages
k = 8 lineages
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D. Posterior tree length distribution (post burn-in)

Mean = 254102.8

Demo: ARGweaver MCMC on Simulated Data (8 haplotypes, 50 sites)


